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It is possible to define sub-routines or subworkflows to maintain the pipeline clean and
structured.

Subworkflows

It is named.
Subworkflows can’t publish, only emit.

Import the subworkflow by its name.

main.nfworkflow.nf



Define conditions that will guide the execution.

Conditional execution

Two options for input data to
trigger the execution

config.nextflow

main.nf



Define conditions that will guide the execution.

Conditional execution

Two processes controlled by the type of input

main.nf

What if in the CSV there is only one sample?

if (condition) {
do this
} else {
do this
}

General form



Define conditions that will guide the execution.

Conditional execution

Two processes controlled by the type of input

main.nf

What if in the CSV there is only one sample?

if (condition) {
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General form



Deciding which container to pull.

Conditional execution

If

bigmag.nf

Else, do this
Do this

condition to evaluate
? Do this 
: Else, do this

General form

Groovy syntax



Make sure of having the interpreter
available or even better provide the
correct environment.

Scripts à la carte

Any script

You can use your favourite scripting language (Perl, Python, R, etc), or even mix them in the same pipeline.



Scripts à la carte

knit_phyloseq.nf

Specific container
to execute the
script

In-house script



Performance report

nextflow.config

CLI

The execution report is an HTML report that includes metrics about a pipeline run. The report is organized
into three sections: Summary, Resources, and Tasks.



Demystifying Nextflow -resume

Hash mechanism Task executed previously

Pipelines should not modify input files.
Non-deterministic input channels (a process receiving from different channels).
Process modifying global variables.



The mechanism works by assigning a unique ID to each task. This unique ID is used to
create a separate execution directory, called the working directory (work), where the
tasks are executed and the results stored. A task’s unique ID is generated as a 128-bit
hash number obtained from a composition of the task’s:

→ Inputs values
→ Input files
→ Command line string
→ Container ID
→ Conda environment
→ Environment modules
→ Any executed scripts in the bin directory

Demystifying Nextflow -resume



It’s your time!
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